(CS262: Computational genomics

Due at the beginning of class on Tuesday, February 14

Problem 1. (25 points) HMMs and training
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Problem 2. (25 points) HMMs and parsing
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Problem 3. (25 points) Pair HMMs for Alignments—Architecture
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Problem 4. (25 points) Pair HMMs for Alignments—Parsing
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